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3 <110> APPLICANT: Hobbs , Helen H . 



4 Shan, Bei 

5 Barnes, Robert 

6 Tian, Hui 

7 Tularik Inc. 

8 Board of Regents, The University of Texas System 



10 <120> TITLE OF INVENTION: ABCG5 and ABCG8 : Compositions and Methods of Use 

12 <130> FILE REFERENCE: 018781- 007320US 

14 <140> CURRENT APPLICATION NUMBER: US 09/989, 981A 

C--> 15 <141> CURRENT FILING DATE: 2002-07-23 

17 <150> PRIOR APPLICATION NUMBER: US 60/252,235 

18 <151> PRIOR FILING DATE: 2000-11-20 

20 <150> PRIOR APPLICATION NUMBER: US 60/253,645 

21 <151> PRIOR FILING DATE: 2000-11-28 
23 <160> NUMBER OF SEQ ID NOS : 13 

25 <170> SOFTWARE: Patentln Ver. 2.1 

27 <210> SEQ ID NO: 1 

28 <211> LENGTH: 1959 

29 <212> TYPE: DNA 

30 <213> ORGANISM: Mus musculus 

32 <220> FEATURE: 

33 <221> NAME/KEY: CDS 

34 <222> LOCATION: (1)..(1959) 

35 <223> OTHER INFORMATION: mouse ABCG5 (mABCGS) 
37 <400> SEQUENCE: 1 
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